
C
C
G
G
G

A

G

G

A

10
GCGC

A
T

G
C

C

A20

G

G

T

A

A

T

G

A
A

A
30

GC
C

A

G

A

G
A T

A
40

G

G

A

C
T

G
C

C
G

G

50

G

A
G C C

A

G

A

G
A

60

TA
C

G
G

T

T

T

G

T

70

C

T

A
C

T

T

C

A

G
C

80C
T
G
G

G

T

seq1_predicted


