
GUGUUGU

A

U

10

G

A
A

A
G

GAGA
G

20

A
A

G

G

U

U

A

G

C

A

30
C

U

CC

CCUUG

A

40

C
A A G G

A
U

G

G

A

50

A

G
A

G
G

C
C

C

U C 60
G

G
G
C
C

U

G

A C A

70

A C A C
G

C A
U

A

C

80

G G U U A A
G G

C A
90

U

U G C C A C
C U

A

100
C

UU
C

GUGGCA

110

UC
UAACC

A
T

C

120

GUUUUUU

seq1_predicted


