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2030GATATGGTC40AGACACTTAG50CACTACCTCC60ATGTCGATGC70GTGATGGTCATGGAGCTACCAGAGACACTA100TCGACTACGT110CTTACCAGAT120GGTCTATGAG130CATGCTCCAT140GGTCTACCTC150AATGGACAGA160CACAATGGTC170ATCCTCCATG180TCGATGTCGT190ATGGCAAGAC200ACAATGTCGA210TGCTGAAGAC220ACATCCAGTT230ACGTCATGCT240CAATGACGAT250GGCTTATGAG260CATGGTCCTA270CCTCTACGAG280CACATGCACA290CGTGACATGC300ACACGTTAGA310CACAGACACGAGACACAGAC330ACTACATGCA340CACGTGACAT350GCACACGTCT360AGCAGATGCG370ATATGGCTTA380CGAGAAGACA390CATGGTCCAT400CCTCATGTCG410GATGTCGATG420GCAAAGACAC430ATGGCTTTAC440GAGAGACACA450ATGCTGATGT460CGCTACCTCA470GACACTTACC480AGATGCGATA490TGGTCAGACA500CTTACGTCTA510CGAGTATGGT520CAGACACAAT530GTC

GATGCTG540AAGACACATG550GTGAATGAGC560TACGC TCATG570TCGATGAGCT580ATGGTCAGAC590ACAATGGTGATGAGCATACG610CTTACGACCA620TGCGAATGGT630CCTACCTCAT640GGTCAAGACA650CATGGCTTAT660GAGCAGACAC670TTACCAGATG680CGATATGGTC690AGACACATA G700 GTCATGAGCT710ATGGCTTACC720AGAATGGTCA730TGCAGAAGAC740 ACTAGGAGCTACCAGATGGT760GATACCAGATGGTCTTA780GAGACACAAT790GGTGATGAGC800GATGCAACAC TCAA1010TGACGATGCA1020GAAGACTGAGCT1270ACCAGATGGC1280TGATG TCGAT1290GAGCGTACGA1300GACATGCGAC1310ACGTACATGC1320GACACGTTAC1330GACCTGGAC1350C AGTACGAGT1360ATGTCGATGG1370TCCTACCTGA1380TGGTCCTACC1390TCAGAAGCCA1400GACACTAGGC1410TGATGTCGTA1420CGTCTAGACA1430CATGTGCCAT1440GGTGTACGCT1450TAGACACATG1460GAGAATG TCG1470TACCACATACGCTAGACACA1490ATGGCTTACC1500AGAAGAACGA1510GACACAATGG1520ACATGGCTCTACCTGATGGT1540CAAGA CACAT1550GGCTATACCA1560GAGACACAAT1570GGTGTACGAC AATGGTGTAC1590GCTT AGACAC1600ATGTCGCTAC1610C TCAGACACA1620TACCTCATGG1630TCTAGATGCT1640ACGTCATACG 1650AGAT GGTC AA1660G ACA CATGGC1670TATACCA G A G1680A C AC T TA C GT1690CATGAGCGAT1700GCAGATGGTC1710CTACCTCAGA1720CACTTACCAG1730ATGCGAT ATG1740GTCAGACACT1750TACCAGATGG1760TCCTACCTCATGTGCTTACG1780AGACATGCGA1790CACGTACATG1800CGACACGTAT 1810GTCGGA TGCT1820GAGACACTTA1830CCAGATGCGA1840TATGGTCAGA1850C ACTTAGCAC1860TA CCTCCATG1870TCGATGCGTG1880 ATGGTCATGG1890 AGCTACCAGA1900GACACTATCG1910ACT ACGTCTT1920ACCAGATGGTCTATGAGCATGCTCCATGGTCTACCTCAAT1960GGACAGACAC1970TATCACGATGGCTAATGGAGATGGTCTATG2000AGCTACGAGT2010ATGGTCAGACACAATGGCTA2030TGAGCCATGG2040AG ATGACGAT2050ACGTCATG CA2060GTATGG TCAT2070GCAG AAGACA2080CT ACGACAAT2090 GGCTTACCAG2100CATGCGAAGA 2110CACTTACCAG 2120ATGCGATATG2130GCTTACGAGA2140AGACACATGG 2150TCCATCCTCA2160TGTCGGATGT2170CGATGGCAAA2180GAC ACATGTC2190GCTACCTCAG2200ACACAATGTC2210GATGAGCGAT2220GACGATGGCT2230TATGAGCAT G2240 GTCAACATGC2250ACACGTGACA2260TGCACACGTA2270ATGGTGTACC2280AGTAGACACTACGA CGTACG2300ACTACGACAA2310GAAGCATGGA2320CATACGTCTA2330CCAGAATGGT2340 CATGAGCAAT2350GCTCATGGTC2360CTACCTCATG2370GACTAGAAGC2380ATGTCGCTACCTCATGGACTAGAAGCAGAC2410ACTATCGCTA2420TGCTGAAGACACTACGCTCA2440TGTCGTACGT2450CTAGACACAT2460GGTGCTACCT2470CATGGTCAAG2480ACACATGAGC2490 TATGTCGTAC2500CAGTAGACAC2510ATGAC GT AT G2520TC GA TGG AG T2530AT GGTGTACC2540AGAATGGTCATGCAGAAGACACATGGCTTA2570TGAGCAGACA2580CTTACCAGAT2590GCGATATGGT2600CAGACACATA 2610G GTCATGAGC2620TATGGCTTAC2630CAGAATGGTC2640ATGCAGAAGA2650CACTAGGAGC2660TACCAGATGG2670TGATACCAGA2680TGGTCTTACG2690AGAGAACG AA2700CATGCACACG2710TGACATGCAC2720ACGTTTACGC2730TATGTC GCTA2740CGTCAGACAC2750TTACGACATG2760GCTTATGACG2770ATGACGAAGA2780 CACATGCGAA2790ATGGTGTACC2800TGCATGGTCA2810GACAC TTACC2820AGATGTC GAA2830GACACATGG A2840GCATGCGAAT2850GGTCAATGGA2860GATGGCAAAG2870ACACTACCA G2880CATGCGAATGGTCAAGACAC2900ATGACGAATG2910GTGTACGACC 2920TACGAGAGACACAATGTCGA2940TGCTGAAGAC2950ACTACCAGCA2960TGCGAATGGT2970CAAGACACAT2980GGAGA ATGT C2990 GTA CGTCA AT3000GAGCTACCAG3010ATACCTCTAC3020GCTTAGACAC3030TACGACCATG3040CGAATGGTCC3050TACCTCATGG3060TCAAGACACT3070ACGCTCATGT3080CGTACGTCTA 3090GACACATGGT3100GCTACCTCAT3110GGTCAAGACA3120CATGACGTAT3130GTCGATGGAG3140TATGGTGTAC3150CAGAATGGTC3160ATGCAGCACA3170TGCACACGTG3180ACATGCACAC3190GTTATGCTCA3200TGGTCGATGC3210TGATGTCGC T 3220ACCTCATGGT3230CAAGACACTA3240CGTCATACGA3250GATGGCTTAT3260GAGCATGGAC3270AAGACACTAC3280CAGCATGCGA3290ATGGCTTTAC3300GAGAGACACA3310ATGGTCATCC3320TCCATGTCGA3330TGTCGT ATGG3340 CAAGAAGCAA 3350CATGCACACG3360TGACATG CAC3370ACGTGACATG3380CACACGTGACATGCACACGTCTAGCAGATGGCTATACCAGATGACGTATGGTCTCTCGTT3440AGACACATCC3450AGTTACG TCA3460TGCTCAATGA3470CGATGGCTTA3480TGAGCATGGT3490CCTACCTCTACGAGCACATG3510CACACGTGAC3520ATGCACACGT3530GACATGCACA3540CGTGACATGCACACGTAATC3560GTGTACGTCT3570TACCAGATGC3580GATATGTCGT3590ACCTCATCTC3600GTAGACACTA3610TCCGTATGGT3620GCATGTGCAT3630GGTCTTACGA3640GAGACACTAT3650CCGTATGTCG3660CTACGCTATG3670GAGAATGGTC3680ACATGCGACA3690CGTACATGCG3700ACACGTACAT3710GCGACACGTA3720CATGC GACAC3730GTACATGCGA3740CACGTACATGCGACACGTAGACACGAGACA3770CAGACACGAG3780ACACAGACAC3790GAGACACAGA3800CACGAGACAC3810ACATGCGACA3820CGTACATGCG3830ACACG TTAGCTCCATGGTCA3850TGACGTATGG3860TCATGGTGAT3870ACGAGATGGT3880CAAGACACAT3890GCAGAATGGT3900GT ACCAGAAT3910GGTCTCTCGT3920TAG ACACTAG3930GAGAATGGTC3940TACCACCTAC3950CAGATGGTCG3960ATGTGCATGC3970TCCATGGTCT3980ACCTCAAGAC3990ACTCTGTGTA

      Probability >= 99%
99% > Probability >= 95%
95% > Probability >= 90%
90% > Probability >= 80%
80% > Probability >= 70%
70% > Probability >= 60%
60% > Probability >= 50%
50% > Probability
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